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Rabbit Anti-HDACG6 antibody

SL2811R

Product Name:

HDAC6

Chinese Name:

HEBERZBHLEsoHIE

HD 6; HD6; HDAC 6; Histone deacetylase 6; HD6; Histone deacetylase 6; JM 21;

Alias: IM21; KIAA0901; FLJ16239; HDAC6 HUMAN.
Organism Species: Rabbit
Clonality: Polyclonal

React Species:

Human,Mouse,Rat,Cow,Horse,Rabbit,

Applications:

'WB=1:500-2000ELISA=1:500-1000IHC-P=1:400-800IHC-F=1:400-8001F=1:100-
500 (Paraffin sections need antigen repair)

not yet tested in other applications.

optimal dilutions/concentrations should be determined by the end user.

Molecular weight:

134kDa

Cellular localization:

The nucleuscytoplasmic

Form: Lyophilized or Liquid
Concentration: Img/ml
immunogen: KLH conjugated synthetic peptide derived from human HDAC6:301-400/1215
Lsotype: IgG
Purification: affinity purified by Protein A
Storage Buffer: 0.01M TBS(pH7.4) with 1% BSA, 0.03% Proclin300 and 50% Glycerol.
Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. The lyophilized
Storage: antibody is stable at room tempera‘Fure fo.r at legst one month and for great.er than a year
) when kept at -20°C. When reconstituted in sterile pH 7.4 0.01M PBS or diluent of
antibody the antibody is stable for at least two weeks at 2-4 °C.
PubMed: PubMed
Histones play a critical role in transcriptional regulation, cell cycle progression, and
developmental events. Histone acetylation/deacetylation alters chromosome structure
Product Detail: and affects transcription factor access to DNA. The protein encoded by this gene belongs

to class II of the histone deacetylase/acuc/apha family. It contains an internal duplication
of two catalytic domains which appear to function independently of each other. This

rotein possesses histone deacetylase activity and represses transcription. [provided by



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?dispmax=25&db=pubmed&cmd=search&term=HDAC6&doptcmdl=docsum

RefSeq, Jul 2008].

Function:

Responsible for the deacetylation of lysine residues on the N-terminal part of the core
histones (H2A, H2B, H3 and H4). Histone deacetylation gives a tag for epigenetic
repression and plays an important role in transcriptional regulation, cell cycle
progression and developmental events. Histone deacetylases act via the formation of
large multiprotein complexes. Plays a central role in microtubule-dependent cell motility
via deacetylation of tubulin.

In addition to its protein deacetylase activity, plays a key role in the degradation of
misfolded proteins: when misfolded proteins are too abundant to be degraded by the
chaperone refolding system and the ubiquitin-proteasome, mediates the transport of
misfolded proteins to a cytoplasmic juxtanuclear structure called aggresome. Probably
acts as an adapter that recognizes polyubiquitinated misfolded proteins and target them
to the aggresome, facilitating their clearance by autophagy.

Subunit:

Interacts with CBFA2T3, HDACI11 and SIRT2. Interacts with F-actin. Interacts with
BBIP10. Under proteasome impairment conditions, interacts with UBD via its histone
deacetylase 1 and UBP-type zinc-finger regions. Interacts with CYLD. Interacts with
ZMYNDIS5 (By similarity). Interacts with DDIT3/CHOP.

Subcellular Location:
Nucleus. Cytoplasm. Note=It is mainly cytoplasmic, where it is associated with
microtubules.

Post-translational modifications:

Phosphorylated by AURKA.

Ubiquitinated. Its polyubiquitination however does not lead to its degradation.
Sumoylated in vitro.

Similarity:
Belongs to the histone deacetylase family. HD type 2 subfamily.
Contains 1 UBP-type zinc finger.

SWISS:
Q9UBN7

Gene ID:
10013

Database links:

Entrez Gene: 10013Human

Entrez Gene: 15185Mouse



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=10013
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=15185

Entrez Gene: 84581Rat

Omim: 300272Human

SwissProt: QQUBN7Human

SwissProt: Q9Z2V5Mouse

Unigene: 6764Human
Unigene: 29854Mouse

Unigene: 13453Rat

Important Note:
This product as supplied is intended for research use only, not for use in human,
therapeutic or diagnostic applications.

2YHEBERZEHEEH(HDACs) 2 —HEJRFEFKE. B ESHEREZHIE
FEEEIERB R, BE e SHNEl. 4 E A, Cell
differentiation & ApoptosisZ — R 5 EYF RN I, H5 54l E L EHER

ERAERR,
?77?

HDAC6Z —FMLL M HHER R ZHLES, BRI RE LABEMIIAHDAC
fE 1L 254018, HDAC6R] LAER Z 1L 41 | B S NI 48 x R 5%,

2?22?HDAC6A] AN B (microtuble)45 &, R LLZE ZHi{btubulin, Hsp90FcortactinZF
- BRIZ I KEMER LI ZHHLE 1, ELtHDACSE Z LBl iy EE
RIFE % E4%2 . Signal

transduction, £ K& H . MMERAT. KRB TumourF 2 M A BERENFEh AL
EEEER, HDACRIHNSI 7 B A1\ N 2B A RI= B Tumour/8 Y7254

222 NRMEHDACOE E E i Feytoplasmic, SHMEHLEESHAR—ITHMEEREZ
FhAEl§. HDACOEH — M etfa 451918, 1445 Rl 8eF1Ubiquitin{b R AR RO 178 X
- HDAC6R] LAFIDHAC1 148 E 1E A,
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Sample:

HepG2(Human) Cell Lysate at 30 ug

Primary: Anti-HDAC6 (SL2811R) at 1/300 dilution

Secondary: IRDye800CW Goat Anti-Rabbit IgG at 1/20000 dilution
Predicted band size: 134 kD

Observed band size: 134 kD




Paraformaldehyde-fixed, paraffin embedded (Rat kidney); Antigen retrieval by

boiling in sodium citrate buffer (pH6.0) for 15min; Block endogenous peroxidase by
3% hydrogen peroxide for 20 minutes; Blocking buffer (normal goat serum) at 37°C
for 30min; Antibody incubation with (HDAC6) Polyclonal Antibody, Unconjugated
(SL2811R) at 1:400 overnight at 4°C, followed by a conjugated secondary antibody

(sp-0023) for 20 minutes and DAB staining.




