SunlLong Biotech Co.,LTD

Tel: 0086-571- 56623320 Fax:0086-571- 56623318
E-mail:sales@sunlongbiotech.com
www.sunlongbiotech.com

o,

SUNLONG

Rabbit Anti-RAD21 antibody

SL4284R

Product Name:

RAD21

Chinese Name:

ZEFEB21HK

Double-strand-break repair protein rad21 homolog; hHR21; HR21; HRAD21; MCD1;

Alias: Nuclear matrix protein 1; NXP-1; NXP1; RAD21; RAD21 homolog; RAD21 HUMAN;
Sccl; SCC1 homolog; FLI25655; FLJ40596; KIAA0078; SCCI.

Organism Species: Rabbit

Clonality: Polyclonal

React Species:

Human,Mouse,Rat,Chicken,Dog,Pig,Cow,Horse,

Applications:

'WB=1:500-2000ELISA=1:500-1000IHC-P=1:400-800IHC-F=1:400-800Flow-
Cyt=3ug/TestIF=1:100-500 (Paraffin sections need antigen repair)

not yet tested in other applications.

optimal dilutions/concentrations should be determined by the end user.

Molecular weight:

69kDa

Cellular localization:

The nucleus

Form: Lyophilized or Liquid

Concentration: Img/ml

immunogen: KLH conjugated synthetic peptide derived from human Rad21:531-631/631

Lsotype: IgG

Purification: affinity purified by Protein A

Storage Buffer: 0.01M TBS(pH7.4) with 1% BSA, 0.03% Proclin300 and 50% Glycerol.
Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. The lyophilized

Storage: antibody is stable at room temperature fo.r at legst one month and for great'er than a year
when kept at -20°C. When reconstituted in sterile pH 7.4 0.01M PBS or diluent of
antibody the antibody is stable for at least two weeks at 2-4 °C.

PubMed: PubMed
Cleavable component of the cohesin complex, involved in chromosome cohesion during
cell cycle, in DNA repair, and in apoptosis. The cohesin complex is required for the

Product Detail: cohesion of sister chromatids after DNA replication. The cohesin complex apparently

forms a large proteinaceous ring within which sister chromatids can be trapped. At

metaphase-anaphase transition, this protein is cleaved by separase/ESPL1 and



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?dispmax=25&db=pubmed&cmd=search&term=RAD21&doptcmdl=docsum

dissociates from chromatin, allowing sister chromatids to segregate. The cohesin
complex may also play a role in spindle pole assembly during mitosis. Also plays a role
in apoptosis, via its cleavage by caspase-3/CASP3 or caspase-7/CASP7 during early
steps of apoptosis: the C-terminal 64 kDa cleavage product may act as a nuclear signal
to initiate cytoplasmic events involved in the apoptotic pathway.

Function:

Cleavable component of the cohesin complex, involved in chromosome cohesion during
cell cycle, in DNA repair, and in apoptosis. The cohesin complex is required for the
cohesion of sister chromatids after DNA replication. The cohesin complex apparently
forms a large proteinaceous ring within which sister chromatids can be trapped. At
metaphase-anaphase transition, this protein is cleaved by separase/ESPL1 and
dissociates from chromatin, allowing sister chromatids to segregate. The cohesin
complex may also play a role in spindle pole assembly during mitosis. Also plays a role
in apoptosis, via its cleavage by caspase-3/CASP3 or caspase-7/CASP7 during early
steps of apoptosis: the C-terminal 64 kDa cleavage product may act as a nuclear signal
to initiate cytoplasmic events involved in the apoptotic pathway.

Subunit:

Cohesin complexes are composed of the SMC1 (SMC1A or SMC1B) and SMC3
heterodimer attached via their hinge domain, RAD21 which link them, and one STAG
protein (STAG1, STAG2 or STAG3), which interacts with RAD21 (PubMed: 11590136,
PubMed:19696148). Found in a complex with SMC1A, SMC3, CDCAS, PDS5A/SCC-
112 and PDS5B/APRIN (PubMed:15837422). Interacts with PDS5B and WAPL; the
interaction is direct (PubMed:19696148). Interacts with SMC1A and SMC3. Interacts
with DDX11 (PubMed:17105772).

Subcellular Location:

Nucleus. Chromosome. Chromosome, centromere. Note=Associates with chromatin.
Before prophase it is scattered along chromosome arms. During prophase, most of
cohesin complexes dissociate from chromatin probably because of phosphorylation by
PLK, except at centromeres, where cohesin complexes remain. At anaphase, it is cleaved
by separase/ESPL1, leading to the dissociation of the complex from chromosomes,
allowing chromosome separation. Once cleaved by caspase-3, the C-terminal 64 kDa
cleavage product translocates to the cytoplasm, where it may trigger apoptosis.

Post-translational modifications:

Cleaved by separase/ESPL1 at the onset of anaphase. Cleaved by caspase-3 and caspase-
7 at the beginning of apoptosis. The cleavage by ESPL1 and caspase-3 take place at
different sites.

Phosphorylated; becomes hyperphosphorylated in M phase of cell cycle. The large
dissociation of cohesin from chromosome arms during prophase may be partly due to its
phosphorylation by PLK.

DISEASE:
Cornelia de Lange syndrome 4 (CDLS4) [MIM:614701]: A form of Cornelia de Lange




syndrome, a clinically heterogeneous developmental disorder associated with
malformations affecting multiple systems. It is characterized by facial dysmorphisms,
abnormal hands and feet, growth delay, cognitive retardation, hirsutism,
gastroesophageal dysfunction and cardiac, ophthalmologic and genitourinary anomalies.
Note=The disease is caused by mutations affecting the gene represented in this entry.

Similarity:
Belongs to the rad21 family.

SWISS:
060216

Gene ID:
5885

Database links:

Entrez Gene: 5885Human

Entrez Gene: 19357Mouse

Entrez Gene: 314949Rat

Omim: 606462Human

SwissProt: Q3SWX9Cow

SwissProt: 060216Human

SwissProt: Q61550Mouse

Unigene: 81848Human
Unigene: 182628 Mouse

Unigene: 3991Rat

Important Note:
This product as supplied is intended for research use only, not for use in human,
therapeutic or diagnostic applications.



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=5885
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=19357
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=314949
http://www.ncbi.nlm.nih.gov/omim/606462
http://www.uniprot.org/uniprot/Q3SWX9
http://www.uniprot.org/uniprot/O60216
http://www.uniprot.org/uniprot/Q61550
http://www.ncbi.nlm.nih.gov/UniGene/clust.cgi?ORG=Hs&CID=81848
http://www.ncbi.nlm.nih.gov/UniGene/clust.cgi?ORG=Mm&CID=182628
http://www.ncbi.nlm.nih.gov/UniGene/clust.cgi?ORG=Rn&CID=3991
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Tissue/cell: rat brain tissue; 4% Paraformaldehyde-fixed and paraffin-embedded;
Antigen retrieval: citrate buffer ( 0.01M, pH 6.0 ), Boiling bathing for 15min; Block
endogenous peroxidase by 3% Hydrogen peroxide for 30min; Blocking buffer
(normal goat serum,C-0005) at 37°C for 20 min;

Incubation: Anti-RAD21 Polyclonal Antibody, Unconjugated(SL4284R) 1:200,
overnight at 4°C, followed by conjugation to the secondary antibody(SP-0023) and

DAB(C-0010) staining
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Blank control (Black line):Molt4 (Black).
Primary Antibody (green line): Rabbit Anti-RAD21 antibody (SL4284R)
Dilution: 3pug /1076 cells;
Isotype Control Antibody (orange line): Rabbit IgG .
Secondary Antibody (white blue line): Goat anti-rabbit [gG-AF647
Dilution: 3pg /test.
Protocol
The cells were fixed with 4% PFA (10min at room temperature)and then
permeabilized with 90% ice-cold methanol for 20 min at room temperature. The
cells were then incubated in 5%BSA to block non-specific protein-protein
interactions for 30 min at room temperature .Cells stained with Primary Antibody for

30 min at room temperature. The secondary antibody used for 40 min at room

temperature. Acquisition of 20,000 events was performed.




