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Rabbit Anti-phospho-RAD9 (Ser272) antibody

SL5642R

Product Name: hospho-RAD9 (Ser272)

Chinese Name: BEEL L 4T Ra B HAFG A HE K B B T A
RADI9A (phospho Ser272); RAD9A (phospho S272); Cell cycle checkpoint control

Alias: protein; Cell cycle checkpoint control protein RAD9A; DNA repair exonuclease rad9
homolog A; hRAD 9; hRAD9; Rad 9; RAD 9A; RADO9 (S pombe) homolog; RAD9
homolog A; RAD9 homolog; RAD9A; RAD9A HUMAN.

Organism Species: Rabbit

Clonality: Polyclonal

React Species: Human,
WB=1:500-2000ELISA=1:500-1000IHC-P=1:400-800IHC-F=1:400-8001F=1:100-

N 500 (Paraffin sections need antigen repair)

Applications: . o
not yet tested in other applications.
optimal dilutions/concentrations should be determined by the end user.

Molecular weight: 43kDa

Cellular localization: The nucleus

Form: Lyophilized or Liquid

Concentration: Img/ml

immunogen: KLH conjuggted Synthesised phosphopeptide derived from human RAD9 around the

hosphorylation site of Ser272:DH(p-S)QD

Lsotype: [2eG

Purification: affinity purified by Protein A

Storage Buffer: 0.01M TBS(pH7.4) with 1% BSA, 0.03% Proclin300 and 50% Glycerol.
Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. The lyophilized

Storage: antibody is stable at room temperajture fo.r at le:flst one month and for greater than a year
when kept at -20°C. When reconstituted in sterile pH 7.4 0.01M PBS or diluent of
antibody the antibody is stable for at least two weeks at 2-4 °C.

PubMed: PubMed

Product Detail: This gene produgt is highly similar to Schizosaccharomyces pombe rad.9,'a cell cycle
checkpoint protein required for cell cycle arrest and DNA damage repair in response to



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?dispmax=25&db=pubmed&cmd=search&term=phospho-RAD9%20(Ser272)&doptcmdl=docsum

DNA damage. This protein is found to possess 3' to 5' exonuclease activity, which may
contribute to its role in sensing and repairing DNA damage. It forms a checkpoint
protein complex with RAD1 and HUS1. This complex is recruited by checkpoint
protein RAD17 to the sites of DNA damage, which is thought to be important for
triggering the checkpoint-signaling cascade. Use of alternative polyA sites has been
noted for this gene. [provided by RefSeq].

Function:

Component of the 9-1-1 cell-cycle checkpoint response complex that plays a major role
in DNA repair. The 9-1-1 complex is recruited to DNA lesion upon damage by the
RADI17-replication factor C (RFC) clamp loader complex. Acts then as a sliding clamp
platform on DNA for several proteins involved in long-patch base excision repair (LP-
BER). The 9-1-1 complex stimulates DNA polymerase beta (POLB) activity by
increasing its affinity for the 3'-OH end of the primer-template and stabilizes POLB to
those sites where LP-BER proceeds; endonuclease FEN1 cleavage activity on substrates
with double, nick, or gap flaps of distinct sequences and lengths; and DNA ligase I
(LIGT) on long-patch base excision repair substrates. The 9-1-1 complex is necessary
for the recruitment of RHNOLI to sites of double-stranded breaks (DSB) occurring
during the S phase. RAD9A possesses 3'->5" double stranded DNA exonuclease
activity. Its phosphorylation by PRKCD may be required for the formation of the 9-1-1
complex.

Subunit:

Component of the toroidal 9-1-1 (RAD9-RAD1-HUS1) complex, composed of
RADOYA, RAD1 and HUSI1. The 9-1-1 complex associates with LIG1, POLB, FENI,
RAD17, HDACI1, RPA1 and RPA2. The 9-1-1 complex associates with the RAD17-
RFC complex. RADO9A interacts with BCL2L1, FEN1, PRKCD, RAD9B, HUSI,
RADI1, ABLI1, RPA1, ATADS and RPA2. Interacts with DNAJC7 and RHNOI.

Subcellular Location:
Nucleus.

Post-translational modifications:

Constitutively phosphorylated on serine and threonine amino acids in absence of DNA
damage. Hyperphosphorylated by PRKCD and ABL1 upon DNA damage. Its
phosphorylation by PRKCD may be required for the formation of the 9-1-1 complex.

Similarity:
Belongs to the rad9 family.

SWISS:
Q99638

Gene ID:
5883




Database links:

Entrez Gene: 5883Human

Entrez Gene: 19367Mouse

Entrez Gene: 100361529Rat

Omim: 603761 Human

SwissProt: Q99638 Human

SwissProt: Q9Z0F6Mouse

Unigene: 655354Human

Unigene: 277629Mouse

Important Note:
This product as supplied is intended for research use only, not for use in human,
therapeutic or diagnostic applications.
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