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Rabbit Anti-O-GIcNAc transferase antibody

SL6996R

Product Name:

O-GlcNACc transferase

Chinese Name:

OfiIN-Z BB & #ERROGTHUIK

Alias:

OGT; HRNT1; MGC22921; O-GlcNAc transferase; O GIcNAc; O-Linked N-
Acetylglucosamine Transferase; O GlcNAc transferase p110 subunit; O GIcNAc
transferase subunit p110; O linked N acetylglucosamine (GlcNAc) transferase (UDP N
acetylglucosamine:polypeptide N acetylglucosaminyl transferase); O linked N
acetylglucosamine transferase 110 kDa subunit; O-GlcNAc transferase subunit p110; O-
linked N-acetylglucosamine transferase 110 kDa subunit; OGT1 _HUMAN; UDP N
acetylglucosamine peptide N acetylglucosaminyltransferase 110 kDa subunit; UDP-N-
acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit;
Uridinediphospho N acetylglucosamine:polypeptide beta N acetylglucosaminyl
transferase.

Organism Species:

Rabbit

Clonality:

Polyclonal

React Species:

Human,Mouse,Rat,Cow,

Applications:

'WB=1:500-2000ELISA=1:500-1000IHC-P=1:400-800IHC-F=1:400-8001F=1:50-
200 (Paraffin sections need antigen repair)

not yet tested in other applications.

optimal dilutions/concentrations should be determined by the end user.

Molecular weight:

117kDa

Cellular localization:

The nucleuscytoplasmicThe cell membrane

Form: Lyophilized or Liquid

Concentration: Img/ml

immunogen: KLH conjugated synthetic peptide derived from human O-GlcNAc transferase:951-
) 1046/1046

Lsotype: IgG

Purification: affinity purified by Protein A

Storage Buffer: 0.01M TBS(pH7.4) with 1% BSA, 0.03% Proclin300 and 50% Glycerol.

Storage: Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. The lyophilized

antibody is stable at room temperature for at least one month and for greater than a year




when kept at -20°C. When reconstituted in sterile pH 7.4 0.01M PBS or diluent of
antibody the antibody is stable for at least two weeks at 2-4 °C.

PubMed:

PubMed

Product Detail:

Addition of nucleotide-activated sugars directly onto the polypeptide through O-
glycosidic linkage with the hydroxyl of serine or threonine. Mediates the O-
glycosylation of MLLS5 and HCFC1. Promotes proteolytic maturation of HCFC1. Since
both phosphorylation and glycosylation compete for similar serine or threonine residues,
the two processes may compete for sites, or they may alter the substrate specificity of
nearby sites by steric or electrostatic effects. O-GlcNAc transferase has been purified
from rat liver. It exists as a heterotrimeric complex with two subunits of the same
molecular mass and one shorter subunit. Both polypeptides are related; the short subunit
band is either a proteolytic product of the polypeptide or the product of an alternative
translation start site. O-GIcNAc transferase is expressed as multiple transcripts that are
present in different amounts in various human tissues, with the highest levels of
expression in pancreas. Immunofluorescence of human cells expressing rat O-GIcNAc
transferase indicated that it is present in both the nucleus and cytosol. HeLa cells
expressing O-GlcNAc transferase do not survive well during prolonged incubations,
suggesting that this protein may be toxic to the cells.

Function:

Catalyzes the transfer of a single N-acetylglucosamine from UDP-GIcNAc to a serine or
threonine residue in cytoplasmic and nuclear proteins resulting in their modification with
a beta-linked N-acetylglucosamine (O-GlcNAc). Glycosylates a large and diverse
number of proteins including histone H2B, AKT1, MLL5, MAPT/TAU and HCFCI1.
Can regulate their cellular processes via cross-talk between glycosylation and
phosphorylation or by affecting proteolytic processing. Involved in insulin resistance in
muscle and adipocyte cells via glycosylating insulin signaling components and inhibiting
the "Thr-308' phosphorylation of AKT1, enhancing IRS1 phosphorylation and
attenuating insulin signaling. Component of a THAP1/THAP3-HCFC1-OGT complex
that is required for the regulation of the transcriptional activity of RRM1. As part of the
NSL complex it may be involved in acetylation of nucleosomal histone H4 on several
lysine residues.

Isoform 2, the mitochondrial isoform (mOGT), is cytotoxic and triggers apoptosis in
several cell types including INS1, an insulinoma cell line.

Subunit:

Heterotrimer; consists of one 78 kDa subunit and two 110 kDa subunits dimerized via
TPR repeats 6 and 7. Interacts (via TPR repeats 6 and 7) with ATXN10 (By similarity).
Component of the MLL5-L complex, at least composed of MLLS5, STK38, PPP1CA,
PPP1CB, HCFC1, PPP1CC and ACTB. Component of a THAP1/THAP3-HCFC1-OGT
complex. Component of the NSL complex at least composed of MOF/KATS, KANSLI,
KANSL2, KANSL3, MCRSI1, PHF20, OGT1/OGT, WDRS5 and HCFCI1. Interacts
directly with HCFC1; the interaction O-glycosylates HCFCI, regulates its proteolytic
processing and transcriptional activity and, in turn, stabilizes OGT in the nucleus.
Interacts (via TPRs 1-6) with SIN3A; the interaction mediates transcriptional repression

in parallel with histone deacetylase.



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?dispmax=25&db=pubmed&cmd=search&term=O-GlcNAc%20transferase&doptcmdl=docsum

Subcellular Location:

[soform 2: Mitochondrion. Membrane. Note=Associates with the mitochondrial inner
membrane. [soform 3: Cytoplasm. Nucleus. Cell membrane. Note=Mostly in the
nucleus. Retained in the nucleus via interaction with HCFC1. After insulin induction,
translocated from the nucleus to the cell membrane via phophatidylinisotide binding.
Colocalizes with AKTT1 at the plasma membrane. Isoform 4: Cytoplasm. Nucleus.

Tissue Specificity:
Highly expressed in pancreas and to a lesser extent in skeletal muscle, heart, brain and
placenta. Present in trace amounts in lung and liver.

Post-translational modifications:
Ubiquitinated, leading to its proteasomal degradation.

DISEASE:

Note=Regulation of OGT activity and altered O-GlcNAcylations are implicated in
diabetes and Alzheimer disease. O-GlcNAcylation of AKT1 affects insulin signaling
and, possibly diabetes. Reduced O-GIcNAcylations and resulting increased
phosphorylations of MAPT/TAU are observed in Alzheimer disease (AD) brain
cerebrum.

Similarity:
Belongs to the O-GlcNAc transferase family.
Contains 13 TPR repeats.

SWISS:
P35858

Gene ID:
8473

Database links:

Entrez Gene: 532053Cow

Entrez Gene: 8473Human

Entrez Gene: 108155Mouse

Entrez Gene: 664652Pig

Entrez Gene: 26295Rat

Omim: 300255Human

SwissProt: O15294Human

SwissProt: Q8CGY8Mouse



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=532053
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=8473
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=108155
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=664652
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=26295
http://www.ncbi.nlm.nih.gov/omim/300255
http://www.uniprot.org/uniprot/O15294
http://www.uniprot.org/uniprot/Q8CGY8

SwissProt: Q27HVOPig

SwissProt: P56558Rat

Unigene: 405410Human
Unigene: 259191Mouse
Unigene: 491168Mouse

Unigene: 82705Rat

Important Note:
This product as supplied is intended for research use only, not for use in human,
therapeutic or diagnostic applications.
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Paraformaldehyde-fixed, paraffin embedded (rat brain tissue); Antigen retrieval by
boiling in sodium citrate buffer (pH6.0) for 15min; Block endogenous peroxidase by
3% hydrogen peroxide for 20 minutes; Blocking buffer (normal goat serum) at 37°C
for 30min; Antibody incubation with (O-GlcNAc transferase) Polyclonal Antibody,
Unconjugated (SL6996R) at 1:200 overnight at 4°C, followed by operating

according to SP Kit(Rabbit) (sp-0023) instructionsand DAB staining.



http://www.uniprot.org/uniprot/Q27HV0
http://www.uniprot.org/uniprot/P56558
http://www.ncbi.nlm.nih.gov/UniGene/clust.cgi?ORG=Hs&CID=405410
http://www.ncbi.nlm.nih.gov/UniGene/clust.cgi?ORG=Mm&CID=259191
http://www.ncbi.nlm.nih.gov/UniGene/clust.cgi?ORG=Mm&CID=491168
http://www.ncbi.nlm.nih.gov/UniGene/clust.cgi?ORG=Rn&CID=82705

